Source and Description of Probe:
The HA2 probe is a 1.5 kb human fumarylacetoacetate hydrolase full-length cDNA coding fragment isolated from a human liver Xgtl 1 cDNA library and subcloned into the EcoRI site of plasmid pGEM-7Zf (1).
Polymorphism: Mspl resolves a two-allele polymorphism with presence (El) or absence (E2) of a 2.4 kb fragment. Three constant bands of 3.2 kb, 1.4 kb and 1.1 kb are also seen. 
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Source/Description: The probe used to detect this polymorphic locus is a 70 bp synthetic oligonucleotide corresponding to the consensus sequence found in the clone VTR1.1. The sequence of the 70 bp repeats found in this clone has been described by Krowczynska et al. 1990 .
Polymorphisms: Haein identifies a VNTR-type of polymorphism. Analysis of unrelated individuals shows a continuous distribution of DNA fragments varying in size from about 2 to 13 Kb. The same type of polymorphism is also identified in DNA digested with Hinfl or PstI restriction endonucleases.
Heterozygosity: With Haein, 95% heterozygosity was observed in 126 Caucasians. 
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